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MVELMFPLLLLLLPFLLYMAAPQIRKMLSSGVCTSTVQLP 
MVELMFPLLLLLLPFLLYMAAPQIRKMLSSGVCTSTVQLP 


PF150 Prot sequence edit seq. pro 
PSDR1 Prot sequence edit seq. PRO 
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41 
41 


GKVWVTGANTGI GKETAKELAQRGARVYLACRDVEKGEL 
GKWWTGANTG I GKE TAKE LAQRGAR VYLACRD VE KGEL 


PF150 Prot sequence editseq.pro 
PSDR1 Prot sequence edit seq. PRO 


81 
81 


VAKE I QTTTGNQQVLVRKLDL SDTKS IRAWAKGFLAEEKH 
VAKEIQTTTGNQQVLVRKLDLSDTKS IRaSaKGFLAEEKH 


PF150 Prot sequence editseq.pro 
PSDR1 Prot sequence editseq.PRO 


121 
121 


LHVWINNAGVMMCPYS KTADGFEMHI GVNHLGHFLLTHLL 
LHvfllNNAGVMMCPYSKTADGFEMHI GVNHLGHFLLTHLL 


PF150 Prot sequence editseq.pro 
PSDR1 Prot sequence editseq.PRO 


161 
161 


LEKLKESAPSRIVNVSSLAHHLGRIHFHNLQGEKFYNAGL 
LEKLKESAPSRIVNVSSLAHHLGRIHFHNLQGEKFYNAGL 


PF150 Prot sequence editseq.pro 
PSDR1 Prot sequence editseq.PRO 


201 
201 | 


YCHSKLANILFTQELARRLKGSGVTTYSVHPGTVQSEL/ 
YCHSKLANILFTQELARRLKGSGVTTYSVHPGTVQSEL 


I PF150 Prot sequence editseq.pro 
| PSDR1 Prot sequence editseq.PRO 


241 
241 

281 
281 


RHS S FMRWMWWLFS WF I KTPQQGAQTRLHCALTEGLE I LS 
RHSSFMRWIVn^WLFSFFIKTPQQGAQTBLHCALTEGLEILS 


PF150 Prot sequence editseq.pro 
PSDR1 Prot sequence editseq.PRO 


gnhfsdchvawsaqarnetiarrlwd vivtcw asq 
gnhfsdchvawvsKqarnetiarrlwd 


„ PF150 Prot sequence editseq.pro 

HSCDLLGLPID PSDR1 Prot sequence editseq.PRO 


Decoration 'Decoration #1': Shade (with solid black) residues that 
match PF150 Prot sequence editseq.pro exactly. 


